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Table 1 PMEL p.L18del D&% % (1 5B F&

Map Name P-Value Bonferroni FDR
Metabolic pathways 2.4669E-30 7.9435E-28 7.9435E-28
MAPK signaling pathway 2.046E-13 6.588E-11 3.294E-11
Human papillomavirus infection 1.0274E-10 3.3081E-08 1.1027E-08
Pathways in cancer 4.0948E-10 1.3185E-07 2.833E-08
Glutamatergic synapse 4.7205E-10 1.52E-07 2.833E-08
Ras signaling pathway 5.5461E-10 1.7858E-07 2.833E-08
PI3K-Akt signaling pathway 6.1587E-10 1.9831E-07 2.833E-08
Herpes simplex virus 1 infection 1.6453E-09 5.2978E-07 6.0114E-08
Estrogen signaling pathway 1.6802E-09 5.4103E-07 6.0114E-08
Calcium signaling pathway 1.9391E-08 6.244E-06 6.244E-07
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